Figure S1 DLS analyses of M2PYK wild type and mutants DLS analysis of wild-type M1PYK, wild-type M2PYK and M2PYK-C358S, shows a mean hydrodynamic approximately 12 nm, respectively, for all isoforms suggesting they are predominantly tetrameric. For M2PYK-C326S, the result suggested a hydrodynamic radius of 7.4 nm, implying that M2PYK-C326S is predominantly monomeric.
Figure S2 M2PYK C424 was successfully mutated to alanine
Electron density maps for M2PYK C424A structure showing that the cysteine was successfully mutated to alanine in all chains (A, B, C, and D). The electron density map was calculated from a model of M2PYK WT (PDB code 3SRD). The |F o -F c | difference electron density map using the M2PYK WT model (with Cys424) shows strong negative peaks corresponding to the "missing" sulfhydryl group in the M2PYK C424A structure. 
